A rust on Asiatic dayflower plant (Commelina communis L.) was found in Geoje, Korea, in August 2010. Uredia are mostly produced on abaxial leaf surface or elongated on stem, early naked, surrounded by the ruptured epidermis, cinnamon-brown. Uredospores are globose, ellipsoid or ovate, echinulate, yellowish brown or brown, 20-30 × 20-25 ㎛. On the basis of mycological characteristics and molecular data, the fungus was identified as Uromyces commelinae Cooke. The phylogenetic position of U. commelinae is separate from the other rusts where the economically important rusts of the Poaceae are situated. Although host ranges of the rust caused by U. commelinae were previously recorded, full descriptions and illustrations, including symptoms and signs have not been described. This is the first description of rust disease on C. communis plant with molecular identification, symptoms, and signs.
However, a full description, including illustrations, symptoms, signs, and molecular identification using the complete rDNA ITS sequence and phylogenetic analysis, has not been reported. Therefore, the specific objectives of this study were: 1) to identify the complete rDNA ITS nucleotide sequences of U. commelinae; and 2) to determine the phylogenetic relationship of Uromyces spp. to the other rust fungi in the Pucciniales. To our knowledge, this is the first full description of rust disease on C. communis with molecular identification, symptoms, and signs.
II. Materials and Methods

Sample sources and microscopic characterization
Plant samples infected by rust fungus were collected in 2010 in Geoje, Korea. Fungal DNA was extracted from the fresh materials as soon as possible.
The remaining specimens were dried and kept in the Mycological Herbarium of Gyeonsang National University. Freshly isolated uredospores of rust fungus were examined microscopically. Detailed microscopic examinations of a representative specimen were performed using a light microscope (Axioplan, Carl Zeiss, Jena, Germany).
DNA extraction and PCR amplification
Genomic DNA of rust fungus was extracted from the uredospores using a modification of the cetyltrimethylammonium (CTAB) extraction protocol described by Alaei et al., (1997) vol) was added to the sample. The mixture was emulsified using a vortex and subsequently centrifuged at 10,000×g for 5 min. The clear supernatant was
